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Stf3 domain 
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p- value 
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uig domain 
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2227 - 


4013 


5799 


784C1P2B 115 


4142 
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4014 
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784CIP2B 116 


4142 
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2229 


4015 


5801 
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4149 


444 
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4 055 
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NO: 



S808 



5809 



Predicted " 
beginning 
nucleotide 
location 
coirre spend i ng 
to first 
amino acid 
residue of 
amino acid 
sequence 



Predicted end 

nucleotide 

location 

corresponding 

to first 
amino acid 
residue of 
amino acid 
sequence 



2422 



SfllO 



1641 



"85T 



2744" 



Amino acid segment conbaining signal peptide 
<A= Alanine, OCyateine, D=Aspartic Acid, E= 
Glutamic Acid, F«Phenylalanine, G*Glycine, 
H-Histidine, X^Isoleucine, K= Lysine, 
I<=Leucine, M=>Me thionine , NoAsparagine , 
P-Proline, Q«Glutamine, R-Arginine, 
S -Serine, T=Threonine, V.Valine, 
w=Tryptophan, Y-Tyrosine, X=Unknown, *=Stop 
Codon, /-possible nucleotide deletion, 
\»poesible nucleotide insertion) 
i^w^PU Lj vrKKIAgx5LGkSL>RP K5 tVAAL^^Pll J 'l-VL3AVGG 



-™ .-^^uuvrvAj^^iAiiusuKKKSIYAAI.yFPPiJLTVLQAVGG 
A F P YI ILVI ^ LVT LAVyM2ASB I ENCYDLLVR KKRLIVXi 
FSHHLIJIAYGIISISRVDICLEC^ 

EPSRXIiSECAKGH A 
WoSQVVEYteKOGVAbb ^ 

EQR^^^iGFOLKSAYKNNI J MPYTNYTi^^JPIa^I^YIPYSKTH^^^^ 

ILVPOTQOtl^PGVYGAI^SQHQAOBLVADIDBCEVaGL^^ 
RCVNIHOSFBCYCMDGYLPRHGPEPFHPTTDATSCTEIIX^TPP 
EVPDGY I IG»yTSSLGSQVRYACREGFP5VPBDTVSSCTGljGTW 
BSPKLHCQEIJICGKPP£MRHA.II»VGNHSSRLGQVARYVCQEGFE 
SPQOKITSVCTEKGTWRESTLTCTEILTKINin/SIiPNDTCVIlWD 
INSRRINPKISVVISIKGQRLDPMHLSVREKTVNLTTDSRTPH^ 
U^YPGTNYTVNIS TAPPRRSMPAVIG FQTAEVDLIjBDDGS PNI 
^FVKTCLIOj4RRSRrraSBHMYQPWIX5QRWyiANP^ 
FTTRBO^PVVCX^I»y PTM3YTYHVTLLRSPKRHS VQI T IATPPA 

AQEMTFNI3SSSraPEVCMLRPGTNYl^SI,RAI 1 SSBLPVVTSL 
TTQITEPPLPE VBFFTVHRGPLPRLiRIiRXAKEKKQP X SS YQVI.V 
IiPIvAIaQSTFSCDSEGASS^SIIASDADGYVAASLIAKDVPDDAM 
BIPIQDRLYYGEYWAPLKRGSDyciII.RITSEW}IlCVHSmsCAV 

"V^XITOHBVgTIJ^ 

BIESPFT^IBENCBKNEKRXiEIJQNEBMMKKVliAQYDKKAQSFEE 
VKKKKMBPLHEQMVHFLQS MDTAKDTLETI YRSABBLDKAVBXT 
SPEBlIIEMiLSAM^TASI^KMPAAFSIjFEHTDDSSAltSDOMUC 
QYAVPQPPRliE PQEPN3ATSTTI AVYWSMMXEDVT DS FQ VYCMB 
B^DDQBVWELVBEYRLIVKKS YCl PSDLBPDROTQVWVMAVNP 
TGCSLPSBRAIFRTAPSTPVIRAEDCWCWNTATIRWRPTTPBA 
T^TLOTCRQHSPBOBGI.RSPSOlKaWJI^VMUjPNDNyFFYV 

SP0BRRia,TElPSVIX3EEI,PSCGQHY^SrrrV-roCPAyRLGXCSS 
^VQAGAI/3QGETSWY1^HCSEPQRYTFFYSG I VSDVHVTERPAR 

VGII^YI^r^ibpinabsEQIXPIIRHRFNEGVHPAPALBKPG 
KCTIiHLQIBPPDSVRHK 

AAai^PLPro^aABlCR ftPLKSai^YBl iF^Ll^UPKSrtpVY 



WDIF^VRRYVQPFT^AI/SAA^ 

AS33YYUDMHSl.PIWtNPVESRU^SAASLyPVXiNPIXYVPEtA 

HSPLYIQDKrX3APVATNAPHSPRWGGIMVYNVDSK7T^ASVX-PV 

RVT?VJWmVM^PiJVQI>RLI.TOIAQPQLPPKCLI^GPTSEGriMT 

^DRI^WAR5 VP^tATATTTLTSLAQJbLGKISNI VIKDDVASE 

VyKAV7U^VQK3ABBtiA30HIA3APVASQBAVTSSKIAFFDPSIi> 

HLLYPPDDQKFAIYIPl.PLPMAVPII.I.SLVKIFIiETRKSKRKPB 
KTD 



DMVS ILQIjVQNLiMHGDEDEE PQ3 PRIONIGKQGHMAliLiGKS liGA 
YISTIiDKEKI*RlCiiTTRIIi3DTTIiKlxn?TFT?YKNGCAYPTlBEERB 
GLAKI CRLAI HS RYEDFWDG FNVI, YNKKPVI YLSAAARPGLGQ 
YT J CKQI^r,PFPCI^VPCNTVFt^QHQMDVAFr^KiIKX)DIERG 
^PI^LVANAGTAAVGHT&iaGRLKEIX^^ 

I^UXJYVSSSVIAAAKCDSMTMTPOPWIXJI^AVPAVTLY 
LTLVAOI.TaWKPTDKIiRAI.PLWI^SLQ YLGLDGFVER r KHACOLS 
ORLQESIiKKVNYI K TL VEDEL.S S PWVFR FFQEL PGSD PVFKAV 
PVPM^TPSGVGRERHSCDAI^RWU5EQLKQLVPASGLTV1^ 
BGTCIiRFSPLMTAAVLGTRGEDVDQL,VAC IESKLPVtiCCTLOLR 
EEFKQEVEATAGI.LYVDDPNWSGIGWRYBHA6IDDKSSLKSYPO 
GENIHAGIJ^KI^I^ESDLTFKIGPEYKSKKSCLYVGMASDNVH 
AAELVETI AAXARE I EONS RI*I*ENMTE VVRKGIQEAQVELQKAS 
BgRIXBEGVIjRQr PWGSVIJI»n^pvo^^ 
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Amino acid segment containing signal pept±d"e~~ 
inamgnine , t^Lysceine , J/sy\flpart XC Ac£a« E= 
Glutamic Acid, F=» Phenyl alanine, G=Glycine, 
HsHlstldlne, I-Ieoleucine, K= Lysine , 

P-Proline, Q=Glu t amine , R^Arginine, 
S~Serine, T-Threonine, V=, Valine, 
W-Tryptophan, Y=Tyrosin« ( X -Unknown , *=Stop 
Codon, /^possible nucleotide deletion, 
\=possibla nucleotide insertion) 








TEPIYVYKAQGAGVTL.Pl^rPSG^ATi<^3RLtGQKPPKRSLltG^DA 
LSltf'I-SSVSHIEDLEKVKRI.SSGPKQITI.EASSTKGHPGAPSPQH 
TDQTKAFQKGVPHPEDDHSQVEQPESLR 


S813 


2*3* 




HRDGVSGS LSRPLTDRCRTGAFAQQRGKMATAGGGSGAD PGSKG 
LI»RtiIiS FCVl*IiAGI»CRGN9 VERK I YIPI^fKTAPCVRHtKATEQI 
OCQ33I8GI>TOVIHVVT5KEEB]^QWVI*T^ 

RDLMEKL KGRTS R I AG LAVS I/TKPS P ASG FS P S VQ CPKTDGFG VY 
SNSYGPBFAHr^EIQWWSLGNGLAYBDFSFPIPLLBDENfeTKVl 
KQ CY QDHNLSQNGSAPTFP LCAMQL FSHMAWLS FSTAT\CKRRS 
S IQS TPS INPKI VCDPL3DYNVW3MI.KP INTTOTIjKPDDRVV VA 
ATRLD^SFPWWN^PGABSAVASFVTQLAAABAI^QKAPDVTTI. 
PRNVMFVPFQGBTFDYZGSSKMVyDMEKGKFWQIjSNVD5FVEb 
GQVAIjRTSI* E LNMHTD PVSQKNBSVRNQVEDLIiATLiB KSGASVP 
AVILRRPNQSQPDPPS SIARFXRARNISGWIADHSGAFHNKYY 
QS I YDTABNINVSYPEWIiEPIJCE /ETWNFG* QDTAKAXADVATV 
IX3RALYELAGGTNFSDTVQADP CJTVTRIjI*YG\FIi1KANNS W FQS 
ILQGRDLRSYIX3*RGDFX3H\YIAV\SSPTNTIYV/VI^YAIAHr, 
TGTWHLTH EQCODPSKVPSBNKDI • YB YS WVQGPLHSNKTDRLP 
RCVR^TARIARAI.SPAPBI^SQWSSTBYSTWTESRHKD1RAR I PL» 
IAS KE LELITI/TVGFG II* I FSL, I VTYCINAXADVLFIAPRE POA 
VSY 


5814 


8500 


432 

1 

] 


ALKCRPRRVI^LV^PVQPDRMAKEGAVAVCWvRPLNS^fefest, 
GBTAQVYWKTHWNVI YP VDCSKSFNyDRVLHaNETPKHVYEAN 1 
AAPI IDSAIQG YNQTI FA\ YGC?T\ ASGKTYTMMGSBDHI^VX PQ 
GQ FHGHFSQKI » EVFIJDRJBFLLRVSYKEI YKBTITDIiLCQTQKM 
KPI*I IRSDVNPJ^VYVADLTBBVVYTSEMALKWITKGEKSRHYGE 
TKM^K5RSSRSliTIPRMILESRBKGBPSNCKGSVlCVSHI«I*VDLA 
GSBRAAQTGAAGVRXrKEGCNINRSLFILiGQVIKKIiSlXKjVGGFI 
NYRDS KLtTRILQNSLiGGNPKTR 1 1 CTI TPVS FDSTLTALQ FAST 
AKYMKRTPYVNEVSTDEAIiKRYRKE IMDLKKQLtBBVSLETRAQ 
AMBKEQLAQIiLiKK KDI tT QKVQMBKI ENLTRMLVTSSSLTLQQSI* 
KAKRKRRVTWCIiGK INKMKWSKYADQFN IPTNITTKTHKI*S 1NL 
LRE I DESVCSHSDVFSNTUJTLSEIBWWPATKLIjITQEWIBSEIQN 
S LRADYDl^VI^YBQL^TBKBJEMEIiKIiKBK^IiDEFEA^ 
KDO.BMQLIHE I SKIiKNIiVKHRBVYNQDliBNBIiSS JCVSLIJUS KED 
QIKKI*QEYIDSQKIiENIKMDLS YSLBS I EDPRQMKQTLFEtAETV 
ALDAKRJSSAFLRSENL>EXJCKKMKBXATT^ 
AKKJCMQVDIJEX33LQSAFNEIT1CIjTSLIDGKVPK^ 
ITDLQKELNKgVgEWEALRBB VI T.L9BIiK9I»FSgVBRliRKB IQD 
KSEBLHI ITOEKDKI.FSEVVHKE3RVQGtoEEIGKTKDDIATTQ 
£NYKSTDQBFQNFKTI*HMDFKOKY^CMVIjEBNERMNQEIVNLSKS 
AQKFDSSIX*^KTEI^Y1CTQBXKJBKTRBVQERXJNEMEQIiKEQI*E 
HRDSPLQTVKRK KTL I TEK2jQQTliEEVKTI*TQEKl>DIjKQLQES ti 
Q I BRDQLKSDIHDTVNMNIDTOKQI^RNAIjESIJCQHQ 
KI SESVSRNLHMEBNTGETKDEF^QKMVGIDKKQDLEAKKrTQTI* 
TADVKDNET IBQQRKI FSLIQEKWELQQMLBSVrAEKEQtJCTDI. 
KENIEMTIENQEBLRLIiGDSLKKOQEIVAQEKMHAI KJCSGEtSU 
TCDRXtAE VEEKLKB KSQQLQBKOQQLLMVQEEMS&MQKKXMB I B 
NLXNRLKNKELTI^HDISTTOLSIJIQKLNWYBBVRQ ITKBRKV1* 
KELQKS PETERDHLRGY IRE I EATGIjQTKBEIiKIAH I HLKEKQB 
TIDEIiRRSVSEKTAQI INTQDjOEKSHTKLOEE 1 PVLHEEQKLLP 
NVKKVSBTQ^MNEIiEXIiTEQSTTKDSTTLAR I SMERliRIiNEKF 

SQSKQI^SIJmKEKDMBTTKIVSEMEQFKPKDSALLRXBI EMLG 
I*SKRLQESHDEMKSVAKKKDDI*QRIjQBV1>QS E3DQLXBKX KE 1 V 
&KHLETEEELKVAHCCIJCBQEETINEIjRVNx^^ 
LEAINDKLQNKIQEI YEJCBEQLNIXQISEVQKKVNBLKQFKEHR 
KAKDSAI^SIESKMIiELiTNRLQESQEEIQlMIKEKEEMKRVQBA 
t*Q I ERDQI*KENTKEI VAKMKE SQEJCBYQFLKMTAVKBTQEKliCE 
lEHLKBOFETQ!Ct^IIiEHIETENIRXTQIIjHETri*BEMRSVTlCEa^ 
t>X*RSVKETVVERDQI>ICENI^BTXTRl>I*£KQEE^ 
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WHAT IS CLAIMED IS: 

1. An isolated polynucleotide comprising a nucleotide sequence selected from the 
group consisting of SEQ ID NO:M786 and 3573-5358, a mature protein coding portion 
of SEQ ID NO:l-1786 and 3573-5358, an active domain of SEQ ID NO:l-1786 and 
3573-5358, and complementary sequences thereof. 

2. An isolated polynucleotide encoding a polypeptide with biological activity, 
wherein said polynucleotide hybridizes to the polynucleotide of claim 1 under stringent 
hybridization conditions. 

3. An isolated polynucleotide encoding a polypeptide with biological activity, 
wherein said polynucleotide has greater than about 90% sequence identity with the 
polynucleotide of claim 1 . 

4. The polynucleotide of claim 1 wherein said polynucleotide is DNA. 

5. An isolated polynucleotide of claim 1 wherein said polynucleotide comprises the 
complementary sequences. 

6. A vector comprising the polynucleotide of claim 1 . 

7. An expression vector comprising the polynucleotide of claim 1 . 

8. A host cell genetically engineered to comprise the polynucleotide of claim 1 . 

9. A host cell genetically engineered to comprise the polynucleotide of claim 1 
operatively associated with a regulatory sequence that modulates expression of the 
polynucleotide in the host cell. 

10. An isolated polypeptide, wherein the polypeptide is selected from the group 
consisting of: 
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(a) a polypeptide encoded by any one of the polynucleotides of claim 1 ; and 

(b) a polypeptide encoded by a polynucleotide hybridizing under stringent 
conditions with any one ofSEQ ID NO: 1-1786 and 3573-5358. 

11. A composition comprising the polypeptide of claim 1 0 and a carrier. 

12. An antibody directed against the polypeptide of claim 1 0. 

■ 13. A method for detecting the polynucleotide of claim 1 in a sample, comprising: 

a) contacting the sample with a compound that binds to and forms a 
complex with the polynucleotide of claim 1 for a period sufficient to form the complex; 
and 

b) detecting the complex, so that if a complex is detected, the . 
polynucleotide of claim 1 is detected. 

14. A method for detecting the polynucleotide of claim 1 in a sample, comprising: 

a) contacting the sample under stringent hybridization conditions 
with nucleic acid primers that anneal to the polynucleotide of claim 1 under such 
conditions; 

b) amplifying a product comprising at least a portion of the 
polynucleotide of claim 1; and 

c) detecting said product and thereby the polynucleotide of claim 1 in 

the sample. 

15. The method of claim 1 4, wherein the polynucleotide is an RNA molecule and the 
method further comprises reverse transcribing an annealed RNA molecule into a cDNA 
polynucleotide. 



16. 



A method for detecting the polypeptide of claim 10 in a sample, comprising: 
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a) contacting the sample with a compound that binds to and forms a 
complex with the polypeptide under conditions and for a period sufficient to form the 
complex; and 

b) detecting formation of the complex, so that if a complex formation 
is detected, the polypeptide of claim 10 is detected. 

17. A method for identifying a compound that binds to the polypeptide of claim 10, 
comprising; 

a) contacting the compound with the polypeptide of claim 10 under 
conditions sufficient to form a polypeptide/compound complex; and 

b) detecting the complex, so that if the polypeptide/compound 
complex is detected, a compound that binds to the polypeptide of claim 10 is identified. 

18. A method for identifying a compound that binds to the polypeptide of claim 10, 
comprising: 

a) contacting the compound with the polypeptide of claim 10, in a 
cell, under conditions sufficient to form a polypeptide/compound complex, wherein the 
complex drives expression of a reporter gene sequence in the cell; and 

b) detecting the complex by detecting reporter gene sequence 
expression, so that if the polypeptide/compound complex is detected, a compound that 
binds to the polypeptide of claim 1 0 is identified. 

19. A method of producing the polypeptide of claim 10, comprising, 

a) culturing a host cell comprising a polynucleotide sequence selected 
from the group consisting of a polynucleotide sequence of SEQ ID NO:l-1786 and 3573- 
5358, a mature protein coding portion of SEQ ID NO:l-1786 and 3573-5358, an active 
domain of SEQ ID NO:l-1786 and 3573-5358, complementary sequences thereof and a 
polynucleotide sequence hybridizing under stringent conditions to SEQ ID NO: 1-1 786 
and 3573-5358, under conditions sufficient to express the polypeptide in said cell; and 

b) isolating the polypeptide from the cell culture or cells of step (a). 
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20. An isolated polypeptide comprising an amino acid sequence selected from the 
group consisting of any one of the polypeptides SEQ ID NO:1787 -3572 and 5359-7144, 
the mature protein portion thereof, or the active domain thereof. 

21. The polypeptide of claim 20 wherein the polypeptide is provided on a polypeptide 
array. 

22. A collection of polynucleotides, wherein the collection comprising the sequence 
information of at least one of SEQ ID NO: 1-1 786 and 3573-5358. 

23. The collection of claim 22, wherein the collection is provided on a nucleic acid 
array. 

24. The collection of claim 23, wherein the array detects full-matches to any one of 
the polynucleotides in the collection. 

25. The collection of claim 23, wherein the array detects mismatches to any one of 
the polynucleotides in the collection. 

26. The collection of claim 22, wherein the collection is provided in a computer- 
readable format. 



27. A method of treatment comprising administering to a mammalian subject in need 
thereof a therapeutic amount of a composition comprising a polypeptide of claim 10 or 20 
and a pharmaceutically acceptable carrier. 

28. A method of treatment comprising administering to a mammalian subject in need 
thereof a therapeutic amount of a composition comprising an antibody that specifically 
binds to a polypeptide of claim 10 or 20 and a pharmaceutically acceptable carrier. 
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